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XPD I ERCC1 3 2 &k 5k e W18k e B shR U ety i
IR EERITEH *
FRIEAE fE3A M F cE4 BEH TER XFFES
(i X P BB EL L& 200040)

BE HW: HitEEer-TFEmAE R D (Xeroderma Pigmentosum D, XPD) #37 ¥9145 5 X L Z 4 B 1 ( Excision Repair Cross
Complementing Gene 1, ERCCI) % &M A B R 5 D48 3 A R B eg0s; 7 Ba R AmBHAEaIERM £ 2, Fik: R AR A4
B - R4 M K B ¥ B % A& (Polymerase Chain Reaction- Restriction Fragment Length Polymorphism, PCR-RFLP) 547 7r 5% , 3T 3%,
% 2010 4 12 A £ 2013 55 12 A B A ARV R 47 E 897 09 42 4]k ot R 1% A% &4 09 XPD 4= XRCCl #9 % A AR A
HATHAT, WEARARA LG RFEE ZRAT RRER BN X R, &R XPD.ERCCI ¥y #4758 % &M (Single Nucleotide
Polymorphism, SNP) 57 5 -4 (PEA] kB 4545 P 493045 AT 2 IR E B B S AN CE F A% 5 & SL(P> 0.05); XPD
ARAP LP AAARBAFHPH TRk A £ ,AG AR AAMBRITEHH A £,66 ARAR LA ZHHA 7K
HE, ZFA%FFEL(P<0.05); ERCCI A F A P LG A B AR AF# 44 BSvReb R M B F kA £, LL A B A DU B4
% AR EWE DR KA 2, ZF AR FEL(P<0.05), 4518 : XPD A= ERCCI ¢ 2 B A T 4k 5 45 B & 48 & 25 AL 97 69 1
BREA X,
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ABSTRACT Objective: To investigate role of Xeroderma Pigmentosum D and Excision Cross Repair Cross Complementing Gene 1
polymorphism in the occurrence of side effects for advanced colorectal cancer patients with treatment of platinum based chemotherapy.
Methods: The XPD and ERCCIgene polymorphism of 42 cases of Han patients with advanced colorectal cancer who were treated by
programs with oxaliplatin in our hospital from 2010 December to 2013 December were analysed by polymerase chainreaction-restriction
fragment length polymorphism (PCR-RFLP). The relationship among different genotypes and clinical pathological factors and side effects
of chemotherapy were analyzed. Results: There was no significant difference in the age, gender, lymphatic metastasis, tumor location,
history of chemotherapy, differentiation, and the number of organ metastasis between single nucleotide polymorphism (SNP) distribution
of XPD and ERCC1 (P>0.05). Of the genotype of XPD, AA was related to the bone marrow suppression, nausea and vomiting,diarrhea;
AG to liver injury; GG to neurotoxicity and oral mucositis; the differences were statistically significant (P < 0.05). Of ERCC1 genotype,
LG was related to bone marrow suppression, nausea, vomiting and diarrthea and other symptoms; LL to liver and kidney damage,
neurotoxicity and oral mucositis; the differences were statistically significant (P<0.05). Conclusion: Genotypes XPD and ERCCImay be
associated with the occurrence of side effects for advanced colorectal cancer patients with platinum based chemotherapy.
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S5 T AUAH -DNA a4, 0 I 40 DNA 35 st , AT
BT, AETRYT THAGE P R 7 T R E A B o L 41
25| I IR A A DNA 4514577 LA A% B IR VIR B 2 R 58
(GnE AT s D 2H3E K (Xeroderma Pigmentosum D, XPD)
T8 E 22 L AMEH 1(Excision Repair Cross Complement-
ing 1, ERCCI) #4765 , XPD Fl ERCCI 5402525 Wy Ut 1
KA, ARTCAE T K mHr5E =, {5 XPD Fl ERCCI 5 LIgHZE
SRR AT 7 D R TR RIVE I C RIFTR D . fii, A
TFSE R £ B 2R - R PE B K 2 25 (Polymerase
Chain Reaction- Restriction Fragment Length Polymorphism,
PCR-RFLP) J5#:#6 XPD fl ERCCI#: K £ 75 1 M i 8 3+F
XPDFil ERCCIFHIE LA R I G FR o

1 PR 57

1.1 —fg&EM

WCAEFRBE 2010 4F 12 H 2 2013 48 12 A W & 8 vb #1470
J7 SIRYT DL R IAZE H M B 42 ), N AR ™. © Jir
R R EARN (IR 20 M 2 TE SR 0t SR T 4 B R s @ 4E
18 5 LA UGN, I R B A (TNM) A A IV R w2 B
HE B A I 25 B BT AR S B v R R S A I RS R
kb @ LR AT PRI 1.5% 1071, Mi/MRZ 100%
1070, ML H2 9.0 g/dL; M ALEF B MHLL R /N F 1.5 45 LR
TEHE, TR G IR RN T 2.5 A% EIRIE R (E; @
WIPRBIES 2 AR KT 70 435 @ Fidl A= 12 &,
Helibrie : © 0 Bl AT B B i T e RERG - DI AE AN 4, N RE
i 52 A0S7 2593 5 © T Ak AT BH 2 T Ak T8 i« I 2R
W ETAH> 3 4 @ BB R M2 A VARG, ABELR
R ARG o F I 18~ 80 & SEH4FE#Y(56.9% 6.2)% , Hirh
B30 4, 2 12 4, A R T TIRT AME R 1S, ORI EE
BEfRPEZS P 233t .
1.2 73k

FF A AT B 3 4% I FOLFOX4 J7 4746579, Bvb 4
(L-OHP)130 mg/m?, {# ki i 2 /a5 55— K, W iz 45 (CF)
200 mg/m? #r ke 2 /AN B — KRR R, 5 UK BEIE
(5-FU)400 mg/m? ## ik HEVE , SRJ5 600 mg/m? FR&e ¥ ik 22
AN BRI AL 1R AT RTAHECER A SR M 3mL Bk,
A E (AU AR AE Y EARA RAFD IR ILH 4 DNA, 3F
FURG A PR UL TR, I E DNA 4l B64% 5111514 , ER-
CCI B ¥} 5-GCAGAGCTCACCTGAGGAAC-3', XPD 5| ¥
} 5-CCTCTCCCTTTCCTCTGTTC-3'( I ¥4 T A3 A PR
AR s X e #E4T PCR 974 . 2R ] TagMan MGB #£4145
PERER 3 T AR ST SN I DNA FEATEER 0T, AT IR 275
P£(SNP)43- % PCR-RFLP 53477712 . # XDP PCR ;=433 5 R
il PEAZ R N D F 37°C K 2-4 h, ERCCI 1) PCR =4 Ul #¢
65°C K% 2-4 h HEATHY), WU FH B e AR A e YK 264 7 4
Hr,80 V ALk 40 min, {4k 2, B Ye (0 Ff R 45 FE R L, A Xt
AR B A3 R0 51 RO B SR AR S ) O L % RS S
P AT SMURREE B8 BB NI T T, ISR A —
A7 TR v S BB AR ] RO MK S R A R
G R PRI R SEAS R R S5 AN RIS A R G &

1.3 St o
KA SPSS18.0 SEi M- A7 8 i1 0HT . THE TR (x+
SN, IAEARR I L BCR A X2 R, P<0.05 ZRAE 412

2 &R

2.1 XPD.ERCCI iJ SNP %75

42 o 3 Jre W 45 B i ;e 3, XPD 43l AA (AG GG 5%
FERTY, Ho AA FER TR 43 A A% 38.10 %(16 ) ,AG 2y
33.33 % (14 {4 ),GG & 28.57 % (12 ] ); ERCC1 43} LG .LL
FERR, o LG BB S 53R 64.29 %(27 1)), LL FEH
% 35.71 %(15 ).

2.2 XPD.ERCCI iy SNP H# 5 lGRREX &

Xt XPD ERCCI f] SNP 734 5l R B G R AT 4047
XPD,ERCCI ) SNP ZAii 545 1% 1 51 bk 4% 5% g 1) &5
7 ALS7 S SRR A E R R IR B (P>
0.05), L% 1,

2.3 XPD,ERCCI i) SNP T 5 FRIR AKX F

X XPD ERCCTI () SNP 4341 54657 8 Bl S 1 6 R AT
43T, XPD JL AL, AA DLB ] CRO IR 32, AG LUE
BRI EBS R E GG Lt K OB R N £, 2 5H
Giit 8 X (P<0.05); ERCCI FHFT LG LIE B S0
AR B Y S RE AR A 3 LU DUFF 45005 e 2 251 B 101 s M
RAE,EZFARIFEX(P<0.05), 13 2,

3 g

BT SRR 45 E N R Bk — T
MR A S B, LAV R Bt Ak T H A — 2 27, 1k
ST YA —E WEERIVE R, AR R e 2 B AT Je 7 A
FRIEHIEASE NMEES . h THIME YR 2 52 Wit
A, BB IR B AN RS, AN B i 9 A AR A
B 55 BB BB g T S BUME B R AT ORI, SR
LB FHGRH RN R, M By, B, SR
TR 255 B A s 25, AT 25 B mIE ek
R B 45 e A 77 380 E RITIF A E s R I i -1,

BYSREIE R = REIZEIELY . 5 5- FREEE S
PR 5 S BT L AT LA I v WO R i i R 3 9T AR, 1K
i ARG 5 DNA RS G, S B0 9 a5, i T
HURFEAE ARG RE S, B AR 25 AP IR WE sl T
HBBERGEM, KT HRYIRESE R502 DNA BRI
WL, 2 T BEA R AT 2500 222 A0S, 5y R, XPD
EEHFRYIRER Ran b —FEE A DNA G 5 R,
XPD EF S 751 F 312 S50 1 (A 28 AR5 R 45 i 0O A F 9% 4k
N, XPD751 AT IR 2 M B s, Forh BRI R
A A/APEF AIC J C/IC FEFHTIN, ERCCI AT TRYIBRIE I A
H A BB, BT ARYEME 199132, &/
10 MAMEF, KANK 15 kb, HELH gt i =) 5 XPD L[y
AL ERCCLXPD 5 AR, W57 i/n , A IR 2 ST LIY
Wil DNA (B E fie )1, J2SBORFBEN 21 E 22 500 £
?[19,2010
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Table 1 The relationship between SNP distribution of XPD, ERCCI and clinical pathological

XPD ERCCI
Indexes n X? P X2 P
AA(16) AG(14) GG(12) LG(27) LL(15)
Age(years) <60 25 10 7 8 15 10
0.840 0.657 0.494 0.482
60 17 6 7 4 12 5
Gender M 30 10 12 8 20 10
2.158 0.340 0.259 0.611
F 12 6 2 4 7 5
Lymphatic
yimp ) Yes 22 8 8 6 13 9
metastasis 0.191 0.909 0.543 0.461
No 20 8 6 6 14 6
Tumor location Right hemicolon 15 6 5 4 10 5
Left hemicolon 11 5 3 3 0.344 0.233 8 3 0.343 0.261
Rectum 16 5 6 5 9 7
History of
Yes 19 8 4 7 1.433 0.488 10 9 2.052 0.152
chemotherapy
No 23 8 10 5 17 6
Differentiation Well differentiated 16 7 4 5 12 4
0.820 0.664 1.292 0.256
Poorly differentiated 26 9 10 7 15 11
Number of organ
. One case 25 10 8 7 17 8
metastasis 0.099 0.952 0.371 0.542
More than two cases 17 6 6 5 10 7
Table 2 The relationship between SNP distribution of XPD, ERCCI and side effects of chemotherapy
XPD ERCCI
Side effects of chemotherapy X? P X2 P
AA(16) AG(14) GG(12) LG(27) LL(15)
Bone marrow suppression 14 7 6 6.067 0.048 20 6 4.747 0.029
Nausea and vomiting 12 5 4 6.476 0.039 21 7 4.200 0.040
Diarrhea 5 12 6 9.094 0.011 19 5 5.401 0.020
Liver and kidney damage 6 12 4 9.402 0.009 8 11 7.435 0.006
Neurotoxicity 4 4 9 8.351 0.015 8 10 5.401 0.020
Oral mucositis 3 5 8 10.188 0.006 12 12 4978 0.026

AR R F I, XPD ERCCI JE A 285 PE 5 4R 08 M
B R EERS B RO AT S R RS E RS
STG 2 R XPD, ERCC1 35K (1 225 M 32 I PRI B
HEAK, SR, XPD FEPE R AA LIESEIH] SECmX etk
F,AG LUETE BAF B #1050 3, GG DIt 2350 I 1 Rk 48
FE, ESH/ SIS L (P<0.05); ERCCI $£PHE LG L)
HBEMG GRS S SR O 3 LU LU B L el 2
B R OB FE A 3, 2 RA G L (P<0.05), X ek
WIARIF G XPD Al ERCCI 3 [N 2255 3k R 25 B iR A
FF R FERILTT 7 3097 I RIVE k28 ¢ SRR TR I R 52
B, MR R RGN ) AN TR 3 PR 2 28 32k 3% L 119 245 40 A
A AR A B T B 0T Ak, X5 A A SR 4 SR A A
[4,9,11,21]

L5 LR 25 E R SR TR IR YT RUAR SR BRI AR P AR G 2k
BRI, A BT 25, 04 T IR N R A TR 9T AR

e R AR AR R, BRI T 25 W0 O 2R RIAE T, S v FR Y
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