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ABSTRACT Objective: To study the genotypes of staphylococcal cassette chromosome mec (SCCmec) and analyze the antimicro-
bial resistance spectrum of meticillin-resistant Staphylococcus aureus (MRSA). Methods: 522 cases with the clinical specimens were col-
lected and the grnotypes of SCCmec were determined by the multiplex PCR. Bacterial identification and antimicrobial susceptibility testing
were performed by full automatic microorganism identification and antimicrobial susceptibility testing system. Part of drug susceptibility
tests were performed by Kirby-Bauer method. Results: 146 strains of MRSA were collected in the 522 samples, 10 (6.84%) strains
belonged to SCCmec I, 29 (19.86%) strains belonged to SCCmec II, 103 (70.55%) trains belonged to SCCmec Il , 4 (2.74 %)
strains belonged to unclassified. The resistance rates of MRSA to Kuinuputing /dalfopristin, teicoplanin, sulfamethoxazole, vancomycin
and linezolid were 0. The resistance rates of SCC mecll and SCC meclll genotypes of MRSA to chloramphenicol were 27.59% and
11.65%, and the rifampicin were 13.79% and 2.91% with statistically significant differences (P<0.05). 52 (35.62%) got cured and 12
(8.22%)died of the infection. Conclusion: SCC meclll is the major genotype of MRSA which was collected from ICU and presented as
the multidrug-resistance to antibiotics.
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FEAE TEOIHR A (30 #:,20.55% ), F4MeHE A (31 Bk,
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1.37% ), R IERE T A (26 FR, 17.81% )(F 1),62 ki MRSA 28
E—2 PCR Y578 mecA FEK I femB 3 [F 52 BUAUHM: , &85 r
A% PCR HL UK IR ILIE 1,

& 1 MRSA FRZASEIRS 7 [n(%)]
Table I MRSA specimen source analysis [n(%)]

Case Source Number MRSA rate
Burn patients 146 30(20.55)
Respiratory failure 76 26(17.81)
Bone surgery Patients 137 31(21.23)
Brain Surgery Patient 118 57(39.04)

Cardiology Patient 45 2(1.37)
Total 522 146(80.22)

SallR Bk R .&
1 EBSHRAR femB 5 mecA .E‘EII’J PCR ¥ 1#E
Fig.1 PCR amplification of femB gene and mecA gene for some
specimens
£ :M.DENA #Ri2#1, 8 5 ATCC25923, Efth U e AR A B bk 1
Note: M.DENA marker 8 ATCC25923, other strains of amplification for

the collection of specimens
2.2 SCCmec 434
A ES I 146 £k MRSA ¥#EH mecA 3K (147bp), H 10
kM SCCmec 1 1 (6.84% ),29* f>k SCCmec 11 ! (19.86%),
103 ¥kl SCCmeclll T(70.55% ), R A3 4 ¥k (2.74% ), R &
VAV &L, (8 2.5 2),

2 MRSA EEHE 5 #[n(%)]
Table 2 MRSA genotyping analysis [n(%)]

Genotyping MRSA number rate
SCCmec I typing 10 6.84
SCCmec II typing 29 19.86
SCCmeclll typing 103 70.55
SCCmeclV typing 0 0
SCCmecV typing 0 0

Unclassified typing 4 2.75

2.3 EAE
MRSA 73 BRI TR AU T AR PR R A/
EP LI S PUAR / SERTAERR Sk ARk IR R OGRS R
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2 MRSA #39 BE#kHI SCCmec 438
Fig.2 SCCmec subtype of some strains of MRSA
£ :M,DENA #Ri2#7,1 4 SSCmecl #,2 5 3 24 SSCmec £!,4 35 SSCmeclV £!,9 5k 438!, Hthh SCCmeclllHY,
Note: M, DENA markers, one of SSCmecl, type 2 and type 3 SSCmec, 4 SSCmeclV type 9 is unclassified, the other for SCCmec III type.
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W TR AR A m R, SCC mecll KI5 SCC meclll B 33),

& 3 P SCCmec EFE B MRSA ST B M MITIZEE(#, %)
Table 3 The antimicrobial resistance rates in two type of MRSA SCCmec genotypes (strain,%)

SCCmecll typing(n=29) SCCmecllI typing(n=103)
Antibiotics
Isolates Ratio Isolates Ratio

Penicillin 29 100.00% 103 100.00%
Cefoxitin 28 96.55% 103 100.00%
Oxacillin 29 100.00% 102 99.03%
Ampicillin / sulbactam 29 100.00% 103 100.00%
Amoxicillin / clavulanic acid 28 96.55% 102 99.03%
Cefazolin 29 100.00% 103 100.00%
Imipenem 27 93.10% 102 99.03%
Meropenem 27 93.10% 101 98.06%
Ciprofloxacin 25 86.21% 102 99.03%
Gentamicin 27 93.10% 103 100.00%
Levofloxacin 28 96.55% 102 99.03%
Kuinuputing / dalfopristin 0 0.00% 0 0.00%
Teicoplanin 0 0.00% 0 0.00%
Sulfamethoxazole 1 3.45% 1 0.97%
Vancomycin 0 0.00% 0 0.00%
Linezolid 0 0.00% 0 0.00%
Chloromycetin * 8 27.59% 12 11.65%
Rifampicin * 4 13.79% 3 2.91%
Tetracycline 27 93.10% 103 100.00%
Lincomycin 28 96.55% 100 97.09%
Erythromycin 25 86.21% 102 99.03%

Note: *P<<0.05
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