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ABSTRACT Objective: To investingate miR-125b expression in bladder cancer and to evaluate the potential correlations between
miR-125b expression and clinicopathologic features of bladder cancer patients. Methods: Total RNA from 66 bladder cancer tissues and
16 normal bladder tissues were extracted and analyzed form miR-125b expression by stem-loop real-time RT-PCR. The correlation
between miR-125b expression and clinicopathologic features was investigated. Results: miR-125b expression in bladder cancer tissues
was significantly increased than those in those of normal bladder tissues (P<0.05). And expression level of miR-125b was related to
histological grade, metastasis and recurrence(P<0.05). Conclusion: miR-125b has a higher expression level in bladder cancer. Expression
level of miR-125b also has a strong association with histological grade, metastasis and recurrence in bladder cancer. And it has a potential
application working as a diagnostic and prognostic indicator in bladder cancer.
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Table 2 Expression of miR-125b and the relationship between with clinical attributes of bladder tumor

miR-125b BYRILEHR Expression of miR-125b

#8351 Groups PRE(n=27) FAHE(n=39) -
Masculine(n=27) Negative(n=39)
! 5 Male 21 20
Gender % Female 6 19 0.073
E#(S) < 60 13 17
Age(years) >60 14 22 0.715
HAFHR ol 1 "
Histological grade a2 7 B
G3 19 7 <0.001
TNM 4> Hj Tis-T1 12 21
TNM stage T2-T4 15 18 0.453
B LR =) 20 13
Lymph node metastasis x 7 26 0.001
MEEL = 11 6
Tumor recurrence 7T 16 33 0.021
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