www.shengwuyixue.com Progressin Modern Biomedicine Vol12 NO.17 JUN.2012 - 3293 -«

B_

1 2 1 1 1 1

(1 833600 2 834000)
B- ESBLs .
ESBLs o 148 NCCLS
ESBLs N PCR GenBank
5 ESBLs 31.1% CRO ATM CTX
CPD | CAZ 97.8%.95.6%. 93.4%.76.0%.65.2% ESBLs CTX-
M-22 543% CTX-M-18  41.3% TEM61.8% 52.1% ESBLs SHV o CRO.ATM CTX
ESBLs CTX-M-22 . CTX-M-18 ESBLs o
B-
R378, R969 A 1673-6273 2012 17-3293-04

The Research on Drug Resistance of Klebsiella Pneumonia
Extended-Spectrum B-Lactamase and the Analysis
of Genotype

TAN Wen-tao', DA Xin?, WANG Juan', LI Jun', WANG Wei-yun', LI Hong'
(1 Department of Clinical Laboratory, Dushanzi Shihua Hospital, Dushanzi Xinjiang, 833600, China;
2 Department of Infection, Kelamayi Center Hospital, Kelamayi Xinjiang, 834000, China)

ABSTRACT Objective: To make sure of the percentage for the occurrence rate of Klebsiella pneumonia extended-spectrum
B-lactamases in dushanzi district in Xinjiang. In order to check conditions in the five types of antibiotic instrict and the main genotype of
ESBLs. Method: Collected 148 escherichia coli, klebsiella from clinical separation, we used double paper sheet screen, diagram
recommended by NCCLS method and conclusive evidence trial to identify the bacteria from ESBLs; Reshuftle, conveyance and reaction
of polymerase chain reaction (PCR) of medical gene resistant and enlarged the positive reaction of the order examination to pass
homologue assurance of genotype by GenBank. Result: The percentage of the separation rate for escherichia coli, klebsiella cefpodoxime
(CPD) and ceftazidime (CAZ) are following: 97.8%, 95.6%, 93.4%, 76.0%, 65.2% . Medical gene resistant CTX-M-22 of ESBLs
generated in this area covers 54.3%. CTX-M-18 is 41.3%. TEM 61.8%,52.1% is klebsiella pneumonia SHV the positive of medical gene
resistant. Conclusion: The positive rate of CRO, ATM, and CTX are relatively high for checking ESBLs. CTX-M-22, CTX-M-18 are the
main genotype of ESBLs bacteria produced in the area.
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Table 1 Antibiotic Resistance of Klebsiella pneumonia in 13 Type of Antibacterial drugs(quantity:146

Klebsiella pneumonia (Q:148)

Klebsiella pneumoni(Q:46)

Klebsiella pneumonia(Q:102)

Antibacterial drugs Drug resistance rate(%) Drug resistance rate of ESBIs(%) Drug resistance rate of Non-ESBIs(%)
Imipenem 0 0 0
Cotrimoxazole 74.5 76.1 73.2
Ciprofloxacin 77.1 84.6 3.0
Piperacillin 90.8 100 87.5
Cefazolin 75.1 100 60.8
Cefotaxime 39.15 95.9 14.1
Ceftriaxone 38.8 90.0 14.1
Ceftazidime 39.5 93.2 15.2
cefepime 26.8 70.5 7.0
Amikacin 16.0 17.1 16.0
Gentamicin 50.0 58.2 46.9
Cefoperazone / Shu TAZ 53 13.1 22
Piperacillin / tazobactam 15.4 239 11.7
Q
Note: Q: Identified quantity.
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