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ABSTRACT Objective: To clone the mouse tight junction protein ZO-2(zonula occludens protein2) gene, to construct its eukaryotic
expression vector and to verify its expression in the 293T cell lines, which will establish the foundation for future research. Methods:
Three different parts of the tight junction protein ZO-2 gene were clone by polymerase chain reaction (PCR) with the cDNA from mouse
lymph node, and to combine all these parts to make the full ZO-2 gene. The amplified fragment was cloned into the pEGFP-C2 vector.
The recombinant plasmid was identified and transfected into 293T cells. The expression of ZO-2 protein was verified by fluorescence mi-
croscopy and westeren-blot. Result: The gene of full ZO-2 was acquired and the eukaryotic expression vector of pEGFP-C2-Z0O2 was
constructed. The protein of ZO-2 was successfully expressed. Conclusion: Construction of the mZO-2-cukaryotic expression vector will
be beneficial to guiding further study of its biological function.
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Fig.1 Agarose gel electrophoresis of three PCR products of ZO-2 M,DNA marker DL2000,A.The first sequence,B.The second sequence,C.The third
sequence
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Fig.2 Restriction enzyme digestion of three vectors, pMD18T-Z02(1,2,3). Fig.3 A Restriction enzyme digestion of the vector pMD-18T-Z02,3B
1.Double enzyme digestion with Cla and Xho (1°).Enzyme digestion Restriction enzyme digestion of the vector pEGFP-C2-Z0O2:M,DNA
with Hind 2. Double enzyme digestion with EcoR and Xho (2°). Marker,Line 1-2 is the results of different clones
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Fig.4 293T cells were transfected with the pEGFP-C2 and pEGFP-C2-Z02, and then were examined by fluorescence microscope after

immunocytochemistry staining and by western blot for the protein expression.
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