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ABSTRACT: Semantic mapping from biomedical databases to biomedical ontology is a significant component of biomedical
database integration system based on biomedical ontology. Biomedical ontology is evolving with development of the discipline, which is
causing system instability. To address this issue, this paper analysed and found the changes of semantic mappings in the law under condi-
tions in the biomedical ontology evolution, designed the maintenance process and the corresponding maintenance methods, and proved
effectiveness of the method by calculating the benefit of the maintenance.
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Tab 1 Semantic mapping influence table under ontology changing
Increment Update Deletion
Attribute X
Non-lapse User affirm Lapse, can't attendance
Relationship !
Non-lapse User affirm Automotive attendance / impedance mismatch
Notion No succession Take part in parallelism Non-lapse User affirm Lapse, can't attendance
relations !
Drop out of parallelism Non-lapse User affirm Automotive attendance / impedance mismatch
/
) Take part in parallelism Non-lapse User affirm Automotive attendance / impedance mismatch
Succession
relations
Drop out of parallelism Non-lapse User affirm Automotive attendance
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Figure 1 Semantic mapping attendance unit process under ontology changing
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