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ABSTRACT Objective: To study the expression of SI00A11 in normal and carcinoma colon tissues and the correlation between the
result and clinical feature. Methods: The expression of SI00A11 in 24 colon carcinoma and normal colon tissue were examined by
RT-PCR and Western Blotting. The relationship between SI00A11 and clinical parameters including patient's age, sex, differention de-
gree were analyzed. Result: Expression intensity value of ST00A11 mRNA was 0.944+0.032 in human colon cancer tissues, Which of hu-
man normal colon mucous membrane Tissue was 0.828+0.079 (p <<0.05). Expression intensity value of SI00A11 protein was
0.951+0.02 in human colon cancer tissue, Which of human normal colon mucous membrane tissue was 0.860+0.05 (p<<0.05). Results
suggest the expression of SIO0A11 in colon cancer tissues was higher than that in normal colon tissues. Conclusion: Expression of
S100A11 in colon cancer tissues was higher than that in normal colon tissue. Which indicates that SI00A11 would play a significant role
in the tumorrigenesis and development of colon cancer, therefore,S100A11could be regarded as a valuable prediction index that aims to
judge biological behavior of colon cancer.

Key words: SI00A11; colon carcinoma; RT-PCR; Western Blot

Chinese Library Classification(CLC):R735.33

Article ID:1673-6273(2011)02-338-03

Document code:A

o~ AT LA HAESE i v R 00, BT IR & S100 JE K]
=]

Sl REFIER G o

S100A11 J& S100 45 A G 1 22—, el i d& .0 g
b N 1 R

JRUFNRS RSB LR A 2l AL R FR S100C s 4R . S100

EARRRYEE > THAE 10~ 12kDa, FE A HESI ) h & BL,
TENZE S100 55 F LR MRS (A 121 X, R fEItt X
F LA A T 2, B 5 S S100 FE[AIFRGA 45, S100A11 &
PHE5E Z 5, B R A U8 2 5 T K X AR e S R
FIZEG . HERIRE RS A 4 iR 35 (5 5, 2 5 40
MERIEFE oAb AR T RS TR R FE B, AR RIS R
W ST00AT1 7 88", FLIREES, JB5 e sis 45 Z2 MUk i vh A
IR, TR S100A11 545 A E R T C R ARBFSE
% H RT-PCR #1 Western blotting £, fAM mRNA F14E [

VEF A 2B, (1977-) 3B WA BRI, BP9 1wl - 451
I oy JBPEHLI , E-mail: chunchengli.good@163.com

3 - 13875705373

(ks H197:2010-09-01 2232 H1.2010-09-24)

L1 BRAR SO ik 2

24 25 Il 40 B IE X (9 1 ARG L 20 (BE skt 10
cm DL FIZE AL IEZH L) $MN 2009 4E 9 A % 2010 4 6 H I
MR B — B Be 4 e F AR DIBRARAS , R R 2 ik
I A B, 2o A S, i A A e 12 481, b4k 9 i, Ik Ak
34 B 16 M, Lotk 8 ], AR AE 42-77 % SFH) 56 % ik
PRATE ARG S BV AR R 5L -80 C BRI KA T IR A7
1.2 35

& RNA 105 & [ £ 15 Omega 23], 1 sgialh) &l A
Fermentas /A ], PCR 5[#)/78] th 14 TAEY) TRVAFIA AR,
AT S100AT1 FLFEBEHTLIRIG [ abnova 23], 4T A B -actin
BATE BRI E P AZ SR A IR A ) B s SRR 2 Y
FHUR BT A jacksonimmuno A, BCA H 1 7E ft iR £ F1



IRAEYIE- R www.shengwuyixue.com Progress in Modern Biomedicine Volll NO.2 JAN.2011 - 339 .

ECL k2= & GG &4 5 38 = RAEYAHE] .
1.3 J7ik
1.3.1 RT-PCR Kl B8 fif bn AR 41 27 2 AU S i, 4 i 95 )
Omega 87| G HEA UL A5 B4R, JRICE RNA | fIrfd RNA i
V€M 20p 1 DEPC 7K, HU S5u 150 RNA 17 Brls i s v vk,
SR A Y G R A2 f RNA A fIZi s . Heasi i st
& Ul BT A5 AT % SR, 3 F] cDNA.S100A11 1= iF 51 9
5-TTCATCATGCGGTCAAG-3', Fii#5| % 5-AAAATCTCC-
AGCCCT ACA-3' , ¥ Hip=4K B4 191 bp; B -actin L5544
5"“TGACCCAGATCATGTTTG-3', F if¢ 8| ¥ 5-CTTTGCG-
GATG TCCA CGTC-3', ¥ #4519 bp (5|43 ik T
WA FE ) RN FR A 25p 1:12.50 IPCR mix, | R 75|
#1104 mol/L 4 1y 1,24 1cDNA, 8.5 1ddH20. #4456 3 2 %4 .
95 CHiZEM: 5 min, 95 ‘CARME 30 5.52.8 ‘CiH K 40 5,72 ‘CHEAifi
Imin 3t 34 PMER, &5 72 CLEfH 10 min, L PCR y=¥) 3 u 1
HEAT 1 %I B Tk, BRI RUR RS, )9 H Alphal-
magerTM2200 BERE AL 2R Goxf S5t A T 73
1.3.2 Western Blot #2450 mg ZH£1 50 500 u 1 25 4 24
SRR ST EMUEE M, BCA IR M E =, I 100 u g BN
# PCR Y 1254 10 min Ji5, 4, SDS-PAGE HE AUk 4325 2
M1, LAER 10SmA FEEIRE i 8 5% F 2 PVDF i, 50 g/L fiit
REWSA 253 3 P41 4 h, 35 5k B —H0 (RPN ST00ATT B 5 g
Pk 1:300, FLHTA B -actin FrCESHIK 1:1000)4 CHEF
7, TBST % 10minx 3 ¥R, BRI A AL BbRic i) —hi (3
Pkl 1:5000) Z=iEMFE 1 h., TBST ¥k 10 minx 2 YK ;ECL 1k
SR BIEER
L4 GEit22or A

KO TR R 4 4G AR R Bt b 22
(x% 8)F7R, 2R SPSS13.0 Gt Ab #E ). Western blot 1
RT-PCR £55LR% FHECXT t K56, STO0ATT 55355 NIl RS 31 Al
[F] ) 6 2R 2R P ST AR AR ¢ 4656 R 58 4 B AL 11 B8 RHIG 5 2553
B1,p<0.05 25 RA G2 L.

2 g

2.1 & RNA [y#EHL

HL VK25 SR R SR PR RNA B3 288,188, %71 i i, H.
28S SEREIRIT 18S WYY, R WFE IS (WAL 1) o 55t
JETHINE W] A260/A280 > 1.8, KWIFLIRA B RNA s2% Haf

28s
18s

P 1 RNA HLk[A]
Figure 1 Electrophoresis of RNA

© 1994-2011 China Academic Journal Electronic Publishing House. All rights reserved.

2.2 RT-PCR %%

24 {245 Jin e AL SURLIE 6 B R B 2 1 rh ST00ATL Al
B -actin KA Fik , FikHRN 100 %, LIAREL4L KA E ¥
K B 4H 21 b S100A11mRNA 2 35 & A0 xF {5 2> 9 &
(0.944+0.032) A1 (0.828+0.079)(F 2, # 1), Z5lakasdsl
ST00AT1 ek W 1Ytk , PILH 22 5 AT G127 7 X (p<0.05).,

M C1 N1C2 N2 C3 N3C4 N4C5N5

NIN2:EH A 4
C1,C2:45 179 4H 41 M:Marker
[% 2 S100A11 FE[H ) mRNA Fik
Figure2 The mRNA Expression of SI00A11

2.3 western Blot £ %

S100A11 & FI7E 24 BIZ5 i HA h ¥ Rk, RikHE
100%. 2517 R 204 B ARR IEH RS 4141 rh ST00A11 2 [ 2%
35 T AE O 43 1) 42 (0.95140.02) F1(0.860+0.05) ([&] 3,3 1), 45
T4 SI00A11 Kk B, PR AGEITH#E L
(p<0.05),

N1 Cl1 N2 C2
38KD

[l 3 SLO0ALL 4 7RSS Ji AN 3 R IELH 2 b i ik
NLN2:EHFAHiEAL C1,C2: 45 lpsneH
Fig 3 Expression of SI00A11 protein in normal and carcinoma colon

tissue

2.4 ST00A T [y 1K-15 45 e i AR BRAFAE (1 26 2
205 g 988+ AN TR] B i RO BRARR AE £ T 202 L E ST00AT L

i) mRNA FIEE FRKKE GErH 4 R R, 22 08814 =
(P>0.05)(5£2),

3 e

ST00A11 K&K J& S100 kPR g il it =2 —,S100 Fk [K ik
A 20 AR5 RS I A O B AE A LR A 45
PSS 55 8 A 5 5 45 /1009 EF - PRIZEM DR, & AR
SER AR, TENGR PRI o, T OE il L E R LA
S U A A, A H A P IR . ST00ATT S5
[ S100 5 1 75 240 M PN F) 2 AT AN ], 32 2802 23 A 70 40 A% v
TORRES-CABALA %5 % Bl S100C 15 KL i i v 7 241 i

http://www.cnki.net



- 340 - HURAEAEE  www.shengwuyixue.com Progress in Modern Biomedicine Vol1l NO.2 JAN.2011
& 1 SI00ATL FES5 i FIIE # ARG IR ZE 4L b ity e ik
Tablel Expression of SI00A11 in normal and carcinoma colon tissue
Group n S100A11mRNA(Rv) P S100A1 Iprotein(Rv) P
Normal 24 0.828+0.07 <0.05 0.860+0.05 <0.05
Cancerous 24 0.944+0.032 <0.05 0.951+0.02 <0.05
722 S100A11 5457 i AR HLAY G
Table 2 the relation of SI00A11 and clinicopathologic characteristics of colon cancer
Variable N S100A11 mRNA(Rv) S100A11protein(Rv)
Sex
Male 16 0.938+0.035 0.953+0.02
Female 8 0.955+0.023 0.947+0.02
Age
<50 7 0.939+0.030 0.952+0.023
50 17 0.946+0.033 0.950+0.019
Differentiation degree
High 12 0.932+0.034 0.954+0.02
Moderate 9 0.956+0.025 0.947+0.023
Low 3 0.952+0.035 0.951+0.02
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