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Selecting the recombinant hbFGF gene under the help of computer software
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ABSTRACT: Backgound&Dbjective: We try to use softwares to cut down our workload and to have a higher protein expression. Methods:
The free energy of the Translation Initiation Region(TIR) and the Codons preference of E. coli were started with. During the cloning there are
two principles of increasing the region, which is mainly decided by the content of G+ C in TIR. We adjusted the content of G+ C in the 35
aminophenol near the N teminal of hbFGF, then worked out the AGO with software DNASISv2. 5 and screened the dones with higher expression.
Results; Calculating by the softvare, we got 10 sequence from all possible combination with lower AGO and cloned them into expression cell
BI21(DE3). Two of the candidates showed high express potential. Conculusion: Utilizing the auxiliary design of computer software can not only

optimize and select experimental results but also reduce the workload of specific experiment and rise working efficiency.
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Table 1 10 sequences from all possible canbiration with wer 2AG? (keal/ mol)
A A

i ————————— A" Wiy —————— LGo
1 2 3 4 1 2 3 4

1 U U U U—-1056 C U C U-—109

2 €C U U U-—-105 7. U C C U-—IL0

3 U C U U-—1058 U U C U-—IL7

4 C ¢ U U—1059 U U U A—126

5 C ¢ C U-—10510. C U U A —126
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Fig. 1  Restriction analysis of Gene hbFGF
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Fig. 2 Restriction analysis of pEI— 3¢— hbFGF
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Fig. 3 SDS—PAGE of BL21(DE3) cells carrying with recombimant plasmids
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1: Not induced natural hbFGF control;
2— 10: Recombination hbFGF induced by IPTG
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