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Detection and evaluation of serum proteomic patterns by

SELDI- TOF- MS in early gastric cancer
LUHai- bo', ZHAO Chang— hong', MA Yu— yan®, LUHai— ling', BAI Yu— xian'
(1 Department ¢ oncology, The Affiliated Tumor Hospitd o Ha bin Medicd University, Harbin 1500402;
2 Tumor Insiitute Heilongjiang Province, Harbin 150040, Heilongiang, China)

ABSTRACT Objective: To detect the serum proteinic patterns using SELDI- TOF- MS ProteinChip army technology in gastric cancer,
screen biomarker candidates, build diagnostic models and evaluate its clinical significance in early gastric cancer. Methods: SELDI- TOF- MS
ProteinChip was used to detect the serum pmoteinic pattems of 34 patients wih gastric cancer (12 cases of [ /Il stage and 22 cases of I/ IV
stage) and 30 hedthy people. The diagnostic models were developed and validated by discriminant analysis. Results: Five protein peaks at
2046m/ z, 1179/ z, 1817m/z, 1752m/z and 1588m/ z were automatically chosen as a biomarker pattem and it could do the best in the diagnosis
of gastric cancer, compared with the proteinic pattems of 34 patients with gastric cancer and 30 heakhy people. The specificity and sensitivity of
i were 94. 1% (32/34) and 93.3% (28/30), respectively. We also found that the single peak 4665m/ z could distinguish stagel / Il stage and
[T/ IV sage gasric cancer. The specificiy and sensitivity of it were 91. 6% (11/12) and 95. 4% (21/22). Condusions: This method shows
greal potential in diagnosing gadric cancer, especially in diagnosing early gastric cancer.
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Figure 1 Differential expressions of the SELDI peaks at 2046m/ z in the com-
parisons of gastric cancer and healthy control sera. C70: gadric cancer. N29:

healthy wntrol. The up figure is spectrometric, the down is electrophoresk.
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Table 1 The result of model I i the leaming Sample Classification.

() ()

3200 2.00 3. 00
2.00 28. 00 30. 00
34.00 30. 00 64. 00
Corred 0. 941 0.933
Tot. Corred 0.9375

Specificity (True Ref): 0.941, Sensitivity (True Resp): 0.933

2 I
Table2 The resuk of model I in the tested Sample Classification.

) )

25. 00 9.00 3.0
6. 00 24. 00 30. 00
31.00 33.00 64. 00
Corred 0.735 0.800
Tot. Corred 0. 7656

Specificity (True Ref): 0. 735, Sensitivity (True Resp): 0.800
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Figuwe2 Differential expressions of the SELDI peaks at 4665m/z i the com “ 7
parsons of I / Il stage and I1I/ IV dage gastric cancer. C73a: | stage gastric , [510]
cancer. C7- a: Il stage gastric cancer. C70- b: Ilktage gastric cancer. C5: SELDI-= TOF- MS
IV stage gastric cancer. The up figwe & spectometric, the down is elee-
trophoresis.
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Table 3 The result of model Il in the leaming Sample Chssification.
/1 1y v , I 1
() () v .
11. 00 1.00 12.00
1.00 21.00 22.00 '
12.00 22.00 34.00 ’
Comect  0.917  0.95 [/ 1 v ’
Tot. Correct 0. %1
oo 11 ( 466507 7) ,
Specificity ( True Ref) : 0.917, Sensitiviy (True Resp): 0.954 171 1 v
4 1 '
Table 4 The result of model Il in the tested Sample Classification. ’
/1 1y v )
() () ’
11. 00 1.00 12.00 ?
3.00 19. 00 22.00 ’
14. 00 20. 00 34.00 >
Correct 0.917 0. 863
Tot. Comect 0. 882 »SELDI= TOF- MS
Specificity ( True Ref): 0.917, Sensitiviy (True Resp): 0. 863
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