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Application of RNAi to Plant Functional Genome
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ABSTRACT: A major challenge in the pot— genome era of plant biology is to determine the functions of all the genes in the plant genome.
A straightforward approach to this problem is to reduce or knock out some phenotypic special gene which can be expressed and observed under the
normal condiions. Insertion mutation can be applied to this research, but i is limited by gene randomness, lethal knock— out, non tagged mur
tants. RNAi can greatly overcome those problems, which has been widely used in Caenothabdiis elegans functional genome, and the obtained ef
fective resources have been also applied to the analysis of plant functional genome.
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